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lalign output for 2 vs. 3 



[ISREC-Server] Date: Thu May 23 4:50:04 MET 2002 



7wwwtmp/lalign/.1489.1.seq : 3841 aa 

ALIGN calculates a global alignment of two sequences 
version 2.0uPlease cite: Myers and Miller, CABIOS (1989) 4:11-17 

2 384l'aa vs. 

3 3841 aa 
scoring matrix: BLOSUM50, gap penalties: -14/-4 

100.0% identity; Global alignment score: 24253 

10 20 30 40 50 60 

. /wwwt METALAHISSERLYSTHRARGTHRASNASPGLYLYSILETHRTYRPRPRGLYVALLYSGL 



3 METALAHISSERLYSTHRARGTHRASNASPGLYLYSILETHRTYRPRPRGLYVALLYSGL 
10 20 30 40 50 60 

70 80 90 . 100 110 120 

. /wwwt ILESERASPLYSILESERLYSGLGLMETVALARGARGLELYSMETVALVALLYSTHRPHE 



3 ILESERASPLYSILESERLYSGLGLMETVALARGARGLELYSMETVALVALLYSTHRPHE 
70 80 90 100 110 120 

130 140 150 160 170 180 

. /wwwt METASPMETASPGLNASPSERGLGLGLLYSGLLETYRLEASNLEALALEHISLEALASER 



3 METASPMETASPGLNASPSERGLGLGLLYSGLLETYRLEASNLEALALEHISLEALASER 
130 140 150 160 170 180 

190 200 210 220 230 240 

./wwwt AS PPHE PHELELYSH I S PRGLYLYSAS PVALARGLELEVALALAC YSCYSLEALAAS PI L 



3 AS PPHEPHELELYSH I SPRGLYLYS AS PVALARGLELEVALALAC YSCYSLEALAAS PI L 

190 200 210 .220 230 240 

250 260 270 280 290 300 

. /wwwt EPHEARGILETYRALAPRGLALAPRTYRTHRSERPRASPLYSLELYSASPILEPHEMETP 



3 EPHEARGILETYRALAPRGLALAPRTYRTHRSERPRASPLYSLELYSASPILEPHEMETP 
250 260 270 280 290 300 

310 320 330 340 350 360 

. /wwwt HEILETHRARGGLNLELYSGLYLEGLASPTHRLYSSERPRGLNPHEASNARGTYRPHETY 



3 HEILETHRARGGLNLELYSGLYLEGLASPTHRLYSSERPRGLNPHEASNARGTYRPHETY 
310 320 330 340 350 360 

370 380 390 400 410 420 

. /wwwt RLELEGLASNILEALATRPVALLYSSERTYRASNILECYSPHEGLLEGLASPSERASNGL 



3 RLELEGLASNILEALATRPVALLYSSERTYRASNILECYSPHEGLLEGLASPSERASNGL 
370 380 390 400 410 420 

430 440 450 460 470 480 

. /wwwt ILEPHETHRGLNLETYRARGTHRLEPHESERVALILEASNASNGLYHISASNGLNLYSVA 
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3 ILEPHETHRGLNLETYRARGTHRLEPHESERVALILEASNASNGLYHISASNGLNLYSVA 
430 440 450 460 470 480 

490 500 510 520 530 540 

,/wwwt LHISMETHISMETVALASPLEMETSERSERILEILECYSGLGLYASPTHRVALSERGLNG 



3 LHISMETHISMETVALASPLEMETSERSERILEILECYSGLGLYASPTHRVALSERGLNG 
490 500 510 520 530 540 

550 560 570 580 590 600 

,/wwwt LLELEASPTHRVALLEVALASNLEVALPRALAHISLYSASNLEASNLYSGLNALATYRAS 



3 LLELEASPTHRVALLEVALASNLEVALPRALAHISLYSASNLEASNLYSGLNALATYRAS 
550 560 570 580 590 600 

610 620 630 640 650 660 

. /wwwt PLEALALYSALALELELYSARGTHRALAGLNALAILEGLPRTYRILETHRTHRPHEPHEA 



3 PLEALALYSALALELELYSARGTHRALAGLNALAILEGLPRTYRILETHRTHRPHEPHEA 
610 620 630 640 650 660 

670 680 690 700 710 720 

. /wwwt SNGLNVALLEMETLEGLYLYSTHRSERILESERASPLESERGLHISVALPHEASPLEILE 



3 SNGLNVALLEMETLEGLYLYSTHRSERILESERASPLESERGLHISVALPHEASPLEILE 
670 680 690 700 710 720 

730 740 750 760 770 780 

. /wwwt LEGLLETYRASNILEASPSERHISLELELESERVALLEPRGLNLEGLPHELYSLELYSSE 



3 LEGLLETYRASNILEASPSERHISLELELESERVALLEPRGLNLEGLPHELYSLELYSSE 
730 740 750 760 770 780 

790 800 810 820 830 840 

. /wwwt RASNAS PASNGLGLARGLEGLNVALVALLYSLELEALALYSMET PHEGLYALALYSAS PS 



3 RASNAS PASNGLGLARGLEGLNVALVALLYSLELEALALYSMET PHEGLYALALYSAS PS 

790 800 810 820 830 840 

850 860 870 880 890 900 

. /wwwt ERGLLEALASERGLNASNLYSPRLETRPGLNCYSTYRLEGLYARGPHEASNASPILEHIS 



3 ERGLLEALASERGLNASNLYSPRLETRPGLNCYSTYRLEGLYARGPHEASNASPILEHIS 
850 860 870 880 890 900 

910 920 930 940 950 960 

./wwwt VALPRILEARGLEGLCYSVALLYSPHEALASERHISCYSLEMETASNHISPRASPLEALA 



3 VALPRILEARGLEGLCYSVALLYSPHEALASERHISCYSLEMETASNHISPRASPLEALA 
910 920 930 940 950 960 

970 980 990 1000 1010 1020 

./wwwt LYSASPLETHRGLTYRLELYSVALARGSERHISASPPRGLGLALAILEARGHISASPVAL 



3 LYSASPLETHRGLTYRLELYSVALARGSERHISASPPRGLGLALAILEARGHISASPVAL 
970 980 990 1000 1010 1020 

1030 1040 1050 1060 1070 1080 

./wwwt ILEVALSERILEVALTHRALAALALYSLYSASPILELELEVALASNASPHISLELEASNP 



3 ILEVALSERILEVALTHRALAALALYSLYSASPILELELEVALASNASPHISLELEASNP 
1030 1040 1050 1060 1070 1080 

1090 1100 1110 1120 1130 1140 

,/wwwt HEVALARGGLARGTHRLEASPLYSARGTRPARGVALARGLYSGLALAMETMETGLYLEAL 
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3 HEVALARGGLARGTHRLEASPLYSARGTRPARGVALARGLYSGLALAMETMETGLYLEAL 
1090 1100 1110 1120 1130 1140 

1150 1160 1170 1180 1190 1200 

. /wwwt AGLNILETYRLYSLYSTYRALALEGLNSERALAALAGLYLYSASPALAALALYSGLNILE 



3 AGLNILETYRLYSLYSTYRALALEGLNSERALAALAGLYLYSASPALAALALYSGLNILE 
1150 1160 1170 1180 1190 1200 

1210 1220 1230 1240 1250 1260 

. /wwwt ALATRPI LELYSAS PLYSLELEHI S ILETYRT YRGLNASNSERI LEAS PAS PARGLELEV 



3 ALATRPI LELYSAS PLYSLELEHI S I LETYRT YRGLNASNSERI LEAS PAS PARGLELEV 

1210 1220 1230 1240 1250 1260 

1270 1280 1290 1300 1310 1320 

. /wwwt ALGLARGILEPHEALAGLNTYRMETVALPRHISASNLEGLTHRTHRGLARGMETLYSCYS 



3 ALGLARGILEPHEALAGLNTYRMETVALPRHISASNLEGLTHRTHRGLARGMETLYSCYS 
1270 1280 1290 1300 1310 1320 

1330 1340 1350 1360 1370 1380 

. /wwwt LETYRTYRLETYRALATHRLEASPLEASNALAVALLYSALALEASNGLMETTRPLYSCYS 



3 LETYRTYRLETYRALATHRLEASPLEASNALAVALLYSALALEASNGLMETTRPLYSCYS 
1330 1340 1350 1360 1370 1380 

1390 1400 1410 1420 1430 1440 

. /wwwt GLNASNLELEARGHISGLNVALLYSASPLELEASPLEILELYSGLNPRLYSTHRASPALA 



3 GLNASNLELEARGHISGLNVALLYSASPLELEASPLEILELYSGLNPRLYSTHRASPALA 
1390 1400 1410 1420 1430 1440 

1450 1460 1470 1480 1490 1500 

. /wwwt SERVALLYSALAILEPHESERLYSVALMETVALILETHRARGASNLEPRASPPRGLYLYS 



3 SERVALLYSALAILEPHESERLYSVALMETVALILETHRARGASNLEPRASPPRGLYLYS 
• 1450 1460 1470 1480 1490 1500 

1510 1520 1530 1540 1550 1560 

. /wwwt ALAGLNASPPHEMETLYSLYSPHETHRGLNVALLEGLASPASPGLLYSILEARGLYSGLN 



3 ALAGLNASPPHEMETLYSLYSPHETHRGLNVALLEGLASPASPGLLYS.ILEARGLYSGLN 
1510 1520 1530 1540 1550 1560 

1570 1580 1590 1600 1610 1620 

./wwwt LEGLVALLEVALSERPRTHRCYSSERCYSLYSGLNALAGLGLYCYSVALARGGLILETHR 



3 LEGLVALLEVALSERPRTHRCYSSERCYSLYSGLNALAGLGLYCYSVALARGGLILETHR 
1570 1580 1590 1600 1610 1620 

1630 1640 1650 ' 1660 1670 1680 

■. /wwwt LYSLYSLEGLYASNPRLYSGLNPRTHRASNPRPHELEGLMETILELYSPHELELEGLARG 



3 LYSLYSLEGLYASNPRLYSGLNPRTHRASNPRPHELEGLMETILELYSPHELELEGLARG 
1630 1640 1650 1660 1670 1680 

1690 1700 1710 1720 1730 1740 

. /wwwt ILEALAPRVALHISILEASPTHRGLSERILESERALALEILELYSGLNVALASNLYSSER 



3 ILEALAPRVALHISILEASPTHRGLSERILESERALALEILELYSGLNVALASNLYSSER 
1690 1700 1710 1720 1730 1740 

1750 1760 ' 1770 1780 1790 1800 
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. /wwwt ILEASPGLYTHRALAASPASPGLASPGLGLYVALPRTHRASPGLNALAILEARGALAGLY 



3 ILEASPGLYTHRALAASPASPGLASPGLGLYVALPRTHRASPGLNALAILEARGALAGLY 
1750 1760 1770 1780 1790 1800 

1810 1820 1830 1840 1850 1860 

. /wwwt LEGLLELELYSVALLESERPHETHRHISPRILESERPHEHISSERALAGLTHRPHEGLSE 



3 LEGLLELELYSVALLESERPHETHRHISPRILESERPHEHISSERALAGLTHRPHEGLSE 
1810 1820 1830 1840 1850 1860 

1870 1880 1890 1900 1910 1920 

. /wwwt RLELEALACYSLELYSMETASPASPGLLYSVALALAGLALAALALEGLNILEPHELYSAS 



3 RLELEALACYSLELYSMETASPASPGLLYSVALALAGLALAALALEGLNILEPHELYSAS 
1870 1880 1890 1900 1910 1920 

1930 1940 1950 1960 1970 1980 

. /wwwt NTHRGLYSERLYSILEGLGLASPPHEPRHISILEARGSERALALELEPRVALLEHISHIS 



3 NTHRGLYSERLYSILEGLGLASPPHEPRHISILEARGSERALALELEPRVALLEHISHIS 
1930 1940 1950 1960 1970 1980 

1990 2000 2010 2020 2030 2040 

. /wwwt LYSSERLYSLYSGLYPRPRARGGLNALALYSTYRALAILEHISCYSILEHISALAILEPH 



3 LYSSERLYSLYSGLYPRPRARGGLNALALYSTYRALAILEHISCYSILEHISALAILEPH 
1990 2000 2010 2020 2030 2040 

2050 2060 2070 2080 2090 2100 

. /wwwt ESERSERLYSGLTHRGLNPHEALAGLNILEPHEGLPRLEHISLYSSERLEASPPRSERAS 



3 ESERSERLYSGLTHRGLNPHEALAGLNILEPHEGLPRLEHISLYSSERLEASPPRSERAS 
2050 2060 2070 2080 2090 2100 

2110 2120 2130 2140 2150 2160 

. /wwwt NLEGLH I SLE ILETHRPRLEVALTHRI LEGLYH I S I LEALALELEALAPRAS PGLNPHEA 



3 NLEGLH I SLE ILETHRPRLEVALTHRILEGLYHISILEALALELEALAPRASPGLNPHEA 

2110 2120 2130 2140 2150 2160 

2170 2180 2190 2200 2210 2220 

./wwwt LAALAPRTRPLYSSERTRPVALALATHRPHEILEVALLYSASPLELEMETASNASPARGL 



3 LAALAPRTRPLYS SERTRPVALALATHRPHEI LEVALLYSAS PLELEMETASNAS PARGL 

2170 2180 2190 2200 2210 2220 

2230 2240 2250 2260 2270 2280 

. /wwwt EPRGLYLYSLYSTHRTHRLYSLETRPVALPRASPGLGLVALSERPRGLTHRMETVALLYS 



3 EPRGLYLYSLYSTHRTHRLYSLETRPVALPRASPGLGLVALSERPRGLTHRMETVALLYS 
2230 2240 2250 2260 2270 2280 

2290 2300 2310 2320 2330 2340 

./wwwt ILEGLNALAILELYSMETMETVALARGTRPLELEGLYMETLYSASNASNHISSERLYSSE 



3 ILEGLNALAILELYSMETMETVALARGTRPLELEGLYMETLYSASNASNHISSERLYSSE 
2290 2300 2310 2320 2330 2340 

2350 2360 2370 2380 2390 2400 

. /wwwt RGLYTHRSERTHRLEARGLELETHRTHRILELEHISSERASPGLYASPLETHRGLGLNGL 



3 RGLYTHRSERTHRLEARGLELETHRTHRILELEHISSERASPGLYASPLETHRGLGLNGL 
2350 2360 2370 2380 2390 2400 
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2410 2420 . 2430 2440 2450 2460 

. /wwwt YLYSILESERLYSPRASPMETSERARGLEARGLEALAALAGLYSERALAILEVALLYSLE 



3 YLYS I LESERLYS PRAS PMETSERARGLEARGLEALAALAGLYSERALAI LEVALLYSLE 

2410 2420 2430 2440 2450 2460 

2470 2480 2490 2500 2510 2520 

. /wwwt ALAGLNGLPRCYSTYRHISGLILEILETHRLEGLGLNTYRGLNLECYSALALEALAILEA 



3 ALAGLNGLPRCYSTYRHISGLILEILETHRLEGLGLNTYRGLNLECYSALALEALAILEA 
2470 2480 2490 2500 2510 2520 

2530 2540 2550 2560 2570 2580 

. /wwwt SNAS PGLC YST YRGLNVALARGGLNVALPHEALAGLNLYSLEH I SLYSGL YLESERARGL 



3 SNASPGLCYSTYRGLNVALARGGLNVALPHEALAGLNLYSLEHISLYSGLYLESERARGL 
2530 2540 2550 2560 2570 2580 

2590 2600 2610 2620 2630 2640 

. /wwwt EARGLEPRLEGLTYRMETALAILECYSALALECYSALALYSASPPRVALLYSGLARGARG 



3 EARGLEPRLEGLTYRMETALAILECYSALALECYSALALYSASPPRVALLYSGLARGARG 
2590 2600 2610 2620 2630 2640 

2650 2660 2670 2680 2690 2700 

. /wwwt ALAH I SALAARGGLNCYSLEVALLYSASNI LEASNVALARGARGGLT YRLELYSGLNHI S 



3 ALAH I SALAARGGLNCYSLEVALLYSASNI LEASNVALARGARGGLT YRLELYSGLNH I S 

2650 2660 2670 2680 2690 2700 

2710 2720 2730 2740 2750 2760 

. /wwwt ALAALAVALSERGLLYSLELESERLELEPRGLTYRVALVALPRTYRTHRILEHISLELEA 



3 ALAALAVALSERGLLYSLELESERLELEPRGLTYRVALVALPRTYRTHRILEHISLELEA 
2710 2720 2730 - 2740 2750 2760 

2770 2780 2790 2800 2810 2820 

. /wwwt LAHISASPPRASPTYRVALLYSVALGLNASPILEGLGLNLELYSASPVALLYSGLCYSLE 



3 LAH I SAS PPRAS PT YRVALLYS VALGLNAS PILEGLGLNLELYSAS PVALLYSGLCYSLE 

2770 2780 2790 2800 2810 2820 

2830 2840 2850 2860 2870 2880 

. /wwwt TRPPHEVALLEGL I LELEMETALALYSASNGLASNASNSERH I SALAPHEI LEARGLYSM 



3 TRPPHEVALLEGL I LELEMETALALYSASNGLASNASNSERHISALAPHEILEARGLYSM 

2830 2840 2850 2860 2870 2880 

2890 2900 2910 2920 2930 2940 

. /wwwt ETVALGLASNILELYSGLNTHRLYSASPALAGLNGLYPRAS PASPALALYSMETASNGLL 



3 ET VALGLASNI LELYSGLNTHRLYSAS PALAGLNGLYPRAS PAS PALALYSMETASNGLL 

2890 2900 2910 2920 2930 2940 

2950 2960 2970 2980 2990 3000 

. /wwwt YSLETYRTHRVALCYSASPVALALAMETASNILEILEMETSERLYSSERTHRTHRTYRSE 



3 YSLETYRTHRVALCYSASPVALALAMETASNILEILEMETSERLYSSERTHRTHRTYRSE 
2950 2960 2970 2980 2990 3000 

3010 3020 3030 3040 3050 3060 

. /wwwt RLEGLSERPRLYSASPPRVALLEPRALAARGPHEPHETHRGLNPRASPLYSASNPHESER 



3 RLEGLSERPRLYSASPPRVALLEPRALAARGPHEPHETHRGLNPRASPLYSASNPHESER 
3010 3020 3030 3040 3050 3060 
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3070 3080 3090 3100 3110 3120 

. /wwwt ASNTHRLYSASNTYRLEPRPRGLMETLYSSERPHEPHETHRPRGLYLYSPRLYSTHRTHR 



3 ASNTHRLYSASNTYRLEPRPRGLMETLYSSERPHEPHETHRPRGLYLYSPRLYSTHRTHR 
3070 3080 3090 3100 3110 3120 

3130 3140 3150 3160 3170 3180 

. /wwwt ASNVALLEGLYALAVALASNLYSPRLESERSERALAGLYLYSGLNSERGLNTHRLYSSER 



3 ASNVALLEGLYALAVALASNLYSPRLESERSERALAGLYLYSGLNSERGLNTHRLYSSER 
3130 3140 3150 3160 3170 3180 

3190 3200 3210 3220 3230 3240 

. /wwwt SERARGMETGLTHRVALSERASNALASERSERSERSERASNPRSERSERPRGLYARGILE 



3 SERARGMETGLTHRVALSERASNALASERSERSERSERASNPRSERSERPRGLYARGILE 
3190 3200 3210 3220 3230 3240 

3250 3260 3270 3280 3290 3300 

. /wwwt LYSGLYARGLEASPSERSERGLMETASPHISSERGLASNGLASPTYRTHRMETSERSERP 



3 LYSGLYARGLEASPSERSERGLMETASPHISSERGLASNGLASPTYRTHRMETSERSERP 
3250 3260 3270 3280 3290 3300 

3310 3320 3330 3340 3350 3360 

. /wwwt RLEPRGLYLYSLYSSERASPLYSARGAS PASPSERASPLEVALARGSERGLLEGLLYSPR 



3 RLEPRGLYLYSLYSSERASPLYSARGAS PAS PSERASPLEVALARGSERGLLEGLLYS PR 

3310 3320 3330 3340 3350 3360 

3370 3380 3390 3400 3410 3420 

. /wwwt ARGGLYARGLYSLYSTHRPRVALTHRGLGLNGLGLLYSLEGLYMETASPASPLETHRLYS 



3 ARGGLYARGLYSLYSTHRPRVALTHRGLGLNGLGLLYSLEGLYMETASPASPLETHRLYS 
3370 3380 3390 3400 3410 3420 

3430 3440 3450 3460 3470 3480 

. /wwwt LEVALGLNGLGLNLYSPRLYSGLYSERGLNARGSERARGLYSARGGLYHISTHRALASER 



3 LEVALGLNGLGLNLYSPRLYSGLYSERGLNARGSERARGLYSARGGLYHISTHRALASER 
3430 3440 3450 3460 3470 3480 

3490 3500 3510 3520 3530 3540 

. /wwwt GLSERASPGLGLNGLNTRPPRGLGLLYSARGLELYSGLASPILELEGLASNGLASPGLGL 



3 GLSERASPGLGLNGLNTRPPRGLGLLYSARGLELYSGLASPILELEGLASNGLASPGLGL 
3490 3500 3510 3520 3530 3540 

3550 3560 3570 3580 3590 3600 

. /wwwt NASNSERPRPRLYSLYSGLYLYSARGGLYARGPRPRLYSPRLEGLYGLYGLYTHRPRLYS 



3 NASNSERPRPRLYSLYSGLYLYSARGGLYARGPRPRLYSPRLEGLYGLYGLYTHRPRLYS 
3550 3560 3570 3580 3590 3600 

3610 3620 3630 3640 3650 3660 

./wwwt GLGLPRTHRMETLYSTHRSERLYSLYSGLYSERLYSLYSLYSSERGLYPRPRALAPRGLG 



3 GLGLPRTHRMETLYSTHRSERLYSLYSGLYSERLYSLYSLYSSERGLYPRPRALAPRGLG 
3610 3620 3630 3640 3650 3660 

3670 3680 3690 3700 3710 3720 

. /wwwt LGLGLGLGLGLARGGLNSERGLYASNTHRGLGLNLYSSERLYSSERLYSGLNHISARGVA 



3 LGLGLGLGLGLARGGLNSERGLYASNTHRGLGLNLYSSERLYSSERLYSGLNHISARGVA 
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3670 3680 3690 3700 3710 3720 

3730 3740 3750 3760 3770 3780 

./wwwt LSERARGARGALAGLNGLNARGALAGLSERPRGLSERSEEIALAILEGLSERTHRGLNSER 

3 LSERARGARGALAGLNGLNARGALAGLSERPRGLSERSERALAILEGLSERTHRGLNSER 
3730 3740 3750 3760 3770 3780 

3790 • 3800 3810 3820 3830 3840 

./wwwt THRPRGLNLYSGLYARGGLYARGPRSERLYSTHRPRSERPRSERGLNPRLYSLYSASNVA 



3 THRPRGLNLYSGLYARGGLYARGPRSERLYSTHRPRSERPRSERGLNPRLYSLYSASNVA 
3790 3800 3810 3820 3830 3840 



. / wwwt L 
3 L 
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